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MEHTOPU

[Op TatjaHa Unnh-Tomuh, Hay4yHM caBeTHUK, MHCTUTYT 3@ MonekynapHy [eHeTUKY U reHeTUYKO
WHXerepcTBo, YHUBep3uTeT y beorpaay, Cpbuja
[Op BpaHko Josunh, pegosHu npodecop YHnsepsuteT y beorpaay - Bnonowku dakynTter,

Cpbuja

KOMUCUIA

npod. ap JeneHa floso, pegosHu npodecop, YHnsepsuteT y beorpaay - buonowkun pakyntet, Cpbuja
ap MapujaHa Norasuh, BULWM Hay4yHW capagHUK, MHCTUTYT 3@ MonekynapHy [feHEeTUKY U reHeTUYKO
WHXerepcTBo, YHUBep3uTeT y beorpaay, Cpbuja

npod. ap Maja Pagetnh, pegosHu npodpecop, YHnBep3uTeT y beorpagy - TeXHONOLWAO-METaNYPLUKK
dakyntet, Cpbuja.

N3 Konekuuje nurmeHTUcaHux Streptomyces cojesa,
opabpaHu cy Streptomyces sp. 11-5 n Streptomyces sp.
BPS51 3a ekcnepumeHTe AnpeKTHor 6ojerba TeKCTUANA.
bojerse NpU KOHCTAHTHOM MelLlaky Pe3yaToBaso je
PaBHOMEPHOM U UHTE3UBHOM H0jOM TEKCTUAHUX
maTepujana og PA n mewasuHe PA/EA BnakaHa, ca BPS51
Kao HajepuKacHujum. MocTtojaHocT je Guna
3ap0BosbaBajyha, wTo notephyje ycnewHoCT KoHuenTa
60jerba XKUBUM KyATYypama.

WUcnuTaH je n noteHumjan ogabpaHux Streptomyces
cojeBa 3a buoaerpaaaLmjy TEKCTUAHUX MaTepnjana y
mogen komnocty. Coj Streptomyces spectabilis BPS43
nocTurao je 60/by Aerpagaumnjy CUHTETUYKMX BaKaHa
(ryébutak mace 16% 3a PA 1 10% 3a mewasuHy PA/EA), y
oAHocy Ha HeoboraheHu komnocT. Pasrpatba maTepujana
oa, CO BnaKaHa je buna 04EKMBAHO MHTE3NBHM]A.
BuonHpopmaTnuka aHann3a reHoma nokasana je ga S.
spectabilis BPS43 noceayje WMPOKM EH3UMCKMU
noteHumjan, ykpydyjyhu xomonore no3HaTMX eH3MMa
VK/bYYeHUX Y aerpagaunjy PA n EA.

Pe3syntatu oBe agncepTaunje notephyjy aa 6aktepuje
pofa Streptomyces npeacTaB/bajy GUOTEXHONOLIKY
nnatopmMy 3a pa3Boj EKONOLKNUX NpoLeca 6ojera 1
Jerpagaumje TekcTmna.
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From the collection of pigmented Streptomyces strains,
Streptomyces sp. 11-5 and Streptomyces sp. BPS51 were
selected for direct textile dyeing experiments.

Dyeing under constant stirring resulted in uniform and
intense coloration of textile materials made of PA and
PA/EA fiber blends, with BPS51 proving to be the most
efficient. The color fastness was satisfactory, confirming
the success of the concept of dyeing with live cultures.
The potential of the selected Streptomyces strains for
biodegradation of textile materials in model compost was
also examined. The strain Streptomyces spectabilis BPS43
achieved better degradation of synthetic fibers (mass loss
of 16% for PA and 10% for PA/EA blends) compared to
non-augmented compost. The degradation of materials
made from CO fibers was, as expected, more intensive.
Bioinformatic analysis of the genome showed that S.
spectabilis BPS43 possesses a broad enzymatic potential,
including homologs of known enzymes involved in the
degradation of PA and EA.

The results of this dissertation confirm that bacteria of
the genus Streptomyces represent a biotechnological
platform for the development of environmentally friendly
processes for textile dyeing and degradation.




